WO 02/02641 PCT/US01/19110

195 | 200 205

Thr Ala Ser Leu Thr Ile Thr Gly 2Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser CGly Asn His Trp Val Phe Gly
225 . 230 i 235 1240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 546
<211> 249
<212> PRT
<213> Homo sapiens

<400> 546 .
Gln Val Gln Leu Gln Gln Ser 'Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 . ’ 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 : 30

"Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ‘ 70 ) 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
© 85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Ile Ser Phe
100 105 110

Trp Gly Gln.Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 )

Gly Gly Gly Gly Ser Gly Gly Gly Gly Sexr Rla Phe Ser Ser Glu Leu
130 135 140 '

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Sexr Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 - 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txrp Val Phe Gly
225 ’ ) 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
’ 2453 )

<210> 547
<211> 249
<212> PRT
<213> Homo sapiens

<400> 547
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . ' 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 50 ,

Gln Gly Afg Vval Ala Tle Thxy Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr ala Val Tyr Tyr Cys
85 . 50 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Gly Pro Leu Ser Phe
' 100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 B 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 ’ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 : 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser GQly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly -
245

. <210> 548

<211> 249
<212> PRT
<213> Homo sapiens

- <400> 548 ‘ .

" Gln Val Gln Leu Gla Gln Ser Gly Ala Glu. vVal Lys. Lys Pro Gly Ser
1 5 ) 10 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 '

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ' 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp GluVSer Thr Ser Thrxr Ala Ser
65 70 75 80

Met. Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 , S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ser Pro Leu His Pro
100 105 110 .

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

@ly Gly Gly @Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr @ln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 . 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Sexr Ser Gly Asn
195 200 205"

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ' 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
: . 245

<210> 549
<211> 249
<212> PRT
<213> Homo sapiens

<400> 549 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 _ .10 , 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
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20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 - 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
* 50 55 : 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr. Cys
85 90 : 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Asp Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 : 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ‘ 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

_Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 4 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 ’ 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 5590
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 550
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn ‘Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
. 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Trp Ser Arg Asp Leu Leu Leu Phe Pro His Asp Gly Leu Ala Pro
100 105 110 '

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
118 120 125

Gly Gly Gly Gly Ser Gly Gly ély-Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 ' 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Asn Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala @lu Asp Glu Ala Asp
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210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu DLeu Thr Val Leu Gly
245

<210> 551
<211> 249
<212> PRT
<213> Homo sapiens

<400> 551
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 - 10 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 10

Met Glu Leu Ser Ser Léu Arg Ser Qlu Asp Thr Ala Val Tyr Tyr Cys
85 : 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ser Pro Leu Thr Phe
100 105 110 -

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 .+ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 : © 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp. Tyr Gln
165 170 ' 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 : 185 190

Arg Pro Ser Giy Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ' 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 - ﬂ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

«210> 552

<211> 249 -
<212> PRT

<213> Homo sapiens

<400> 552 )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Giln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ' 55 60

Gln Gly Arg-val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 - 70 - 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 .90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Gly Pro Leu His Pro
100 105 i 1io

Trp Gly Arg Gly Thr'Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ‘ 120 _ 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

.Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
2104 i 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trxp Val Phe Gly
225 230 , ‘235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 553
<211> 249
<212> PRT
<213> Homo saplens

<400> 553

Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser-

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn-
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 : . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : S 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Sex Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 _ 140 '

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
. 145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ‘ 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly. Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 554
<211> 249
<212> PRT
<213> Homo sapiens

<400> 554 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 . 10 15

Ser Val Arg Vai Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Met
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35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glmn Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
&85 70 ) 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg BAsp Leu Leu Leu Phe Pro Thr Ala Pro Leu Ser Phe
100 105 ) 110

Trp CGly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 , 140

“Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 - 185 190

Arg Pro SereGly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly -
245

<210> 555
<211l> 249
<212> PRT
<213> Homo sapiens

658



WO 02/02641 PCT/US01/19110

<40Q0> 555
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ‘ 25 30

Ala Ile Asn Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met @Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 : g0 - 95

Ala Arg Ser Arg Asp Leu Leu- Leu Phe Pro Phe Phe Pro Leu Gln Phe
100 105 ii¢

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ) 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
' 130 ' 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 ) . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr-Gln
~ : 165 : 170 ‘ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn/Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Sexr Gly Ser Ser Ser Gly Asn
195 A 200 205 t

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 © 220

Tyr Tyr Cys Asn Ser Arg Asp_ Ser Ser Gly Asn His Trp Val Phe Giy
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225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 556
<211> 249
<212> PRT
<213> Homo sapiens

 <400> 556
Gln val Gln Leu Gln Arg Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe @ly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 g0

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Asp Pro Leu His Phe
100 : 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Tle Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ' 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Vval Leu Gly *
245 )

<210> 557
<211> 249
<212> PRT
<213> Homo sapiens

<400> 557

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
s 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Gly THr Phe Asn Asn Asn
20 o 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly éln Gly Leu Glu Trp Met
35 R 40 . 45

¢ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 &80

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thxr Ser Thr Ala Ser
65 70 75 Lo i 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 a5

Ala Arg Ser Arg Asp'Leu Leu Leu Phe Pro Ser Glu Pro Leu Gln Leu
100 105 . 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly CGly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
. 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 : 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
‘ 245

<210> 558
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 558
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 490 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60 '

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Phe Ala Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

‘Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 . 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Pyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 - 185 190

Arg Pro Ser Gly Ile Pro Asp Afg Phe Ser Gly Ser Ser Ser Gly Asn
195 ' 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 559
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 559 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 S 10 ) 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
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50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu His Pro Leu Ile Phe
100 105 . 110"

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ' 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr. Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly. S8er Ser Ser Gly Asn
1958 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ) 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 560
<211> 249
«212> PRT
<213> Homo sapiens

<400> 560 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 ) 10 15
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Sex

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyxr

225

Gly

val
Ile
Gly

50
Gly
Glu
Arg
Ser
Gly
130

Gln

Cys

Lys

Pro

Ala
210

Tyr

Gly

Arg

Asn

35

Ile

Axrg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

Val

20

Trp

Ile

Val

Ser

Axrg

100

Gly

cGly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Sex

Val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Sexr

Leu

Cys

Arg

Met

Ile

70"

Leu
Leu
Met
Gly
Val
150
Ser
éla
Pro
Ile
Arg

230

Thr

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Ala Ser
25

Ala Pro
40

Gly Thr

[

Ala Asp

Pro Glu

Leu Phe
105

Thr val
120

Gly Gly
Val Ala
Arg Ser
Val Leu

185

Arg Phe
200
Gly Ala

Ser Ser

Leu Gly

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Sexr

Leu

Tyr

170

Val

Ser

Gln

Gly

565

Gly

Gln

Lys

Ser

75.

Thr
His
Ser
Ala
éiy
155
Tyr
Ile
Gly

Ala

Asn
235

Thr

Gly

Tyr
60

Thr

Ala

Tyr

Gly

Phe

140

Gln

Ala

Tyxr

Ser

Glu
220

Phe
Leu

45
Ser
Ser
vVal
Pro
Gly
125
Ser
Thr
Ser
Gly
Ser
205

Asp

Trp

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

val

Asn

Trp

Asn

Ala

Tyr

S5

Leu

Gly

Glu

Arg

Tyxr

175

Asn

Gly

Ala

Phe

PCT/US01/19110

Asn

Met

Phe

Sex

80

Cys

Phe

Ser

Leu

val

160

Gln

Asn

Asn

Asp

Gly
240
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245

<210> 561
<211> 249
<212> PBPRT
<213> Homo sapiens

<400> 561
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

‘Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 < . 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Arg Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ) 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 - 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly ‘
245

<210> 562

<211> 249

<212> PRT .
<213> Homo sapiens

<400> 562 ) ’ -
Gln Val Gln Leu Gln Gln Ser Gly Ala -Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp MeE
35 4Q 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 .

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Asn Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 - 120 125

CGly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 _ 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
- 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn Arg Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu.Leu Thr Val Leu Gly
245

<210> 563
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 563 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Glu Ile
100 105 110
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Trp Gly Arg Gly Thr
115

Gly Gly Gly Gly Ser
130

Thr Gln Asp Pro Ala
145

Thr Cys Gln Gly Asp
165

Gln Lys Pro Gly Gln
180

Arg Pro Ser Gly Ile
- 195 .

Thr Ala Ser Leu Thr
210

Tyr Tyr Cys Asn Ser
225

Gly Gly Thr Glu Leu
245

<210> 564
<211> 249
<212> PRT
<213> Homo sapiens

<400> 564
Gln Val Gln Leu Gln
1 5

Ser Val Arg Val Ser
20

Ala Ile Asn Trp Val
35

Gly Gly Ile Ile Pro
50

Gln Gly Arg val Ala

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Arg

230

Thy

Gin

Cys

Arg

Met

Ile

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Thr

120

Gly

vVal

Arg

Val

Arg

200

Gly

Ser

Leu

Gly
Ala
Ala

40

Gly

Ala

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Ser
Ser
Leu
Tyr
170
Val
Ser

Gln

Gly

Glu

10
Gly
Gly

Ala

Glu

669

Ser

Ala

Gly

155

His

Ile

Gly

Ala

Asn
235

val

Gly

Gln

Lys

Ser

Gly

Phe
140

Gln

Ala

Tyr
Ser
Glu
220

His

Lys
Thr
Gly
Tyr

60

Thr

Gly
125
Ser
Thr
Ser
Gly
Ser
205

Asp

Trp

Lys
Phe
Leu

45

Ser

Ser

Gly
Ser
Val
Trp
Lys
130
Ser

Glu

Val

Pro
Asn

30
Glu
Gln

Thr

PCT/US01/19110

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Agn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gly Ser

15

Asnt Asn

Trp Met

Asn Phe

aAla Ser
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65 70 75 , 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
: 85 90 95

Ala Lys éer Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Gln Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Sexr Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ’ 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr‘Cys Asmn Ser Arg Aép Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 565
<211> 245
<212> PRT
<213> Homo sapiens

<400> 565
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn .Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) : 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Ala Phe
© 100 ‘ 105 110

'Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 -

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ’ 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180- 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly.Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 566
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<211> 249
<212> PRT
<213> Homo sapiens

<400> 566
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trxrp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Mét
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly CGly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys  Pro Gly Gln Ala Pro Val Leu Vval Ile Tyr Gly Lys Asn Asn
180 185 ; 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser @ly Ser Ser Ser Gly Asn
195 200 ) 205

Thr Ala Ser Leu Thr.Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
1210 215 ‘ 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

«210> 567
<211l> 24°
<212> PRT
<213> Homo sapiens

<400> 567
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ’ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 - 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glo Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Ala Phe
: 100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sexr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Axg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

TYr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 588
<211l> 2453
<212> PRT
<213> Howo sapiens

<400> 568
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ) 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45 :

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 a0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Pro Leu Asp Ser
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser vVal Ala Leu Gly @Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ’ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . ’ 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser. Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 569
<211l> 249
<212> PRT
<213> Homo sapiens

'<400> 569 )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser.Gln Asn Phe
50 55 . 60

Gln Gly Brg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr CYs
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85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Pro Leu Thr Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Cln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr -Ala Ser Trp Tyr Gln
' 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 570
<211> 249
<212> PRT
<213> Homo sapiens

<400> 570
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 '
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Gly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Glu Pro Leu Arg Ile
100 . , 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

@Gly Gly Cly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
228 230 . 235 240

Gly Giy Thr Glu Leu Thr Val Leu Gly
245

<210> 571
<211> 249
<212> PRT
<213> Homo sapiens
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<400> 571
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
€5 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 ’ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly CGly Ser
‘ 115 . 120 ' ’ 125

Gly Gly Gly- Gly Ser @Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 - 140

Thr Gln Gly Pro Ala Val Ser Val Ala Leu Gly Glu Thr Val Arg Val
1458 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 .. 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
. 210 ' 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 572
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 572
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ) 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Arg Gly Leu Asp Leu
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 -1365 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ) 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
' 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 : 185 » 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 573 ,
<211> 249

<212> PRT

<213> Homo sapilens

<400> 573 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Arg Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyxr Asp Pro Leu Phe Met
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 : 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ' 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 : 185 190 :

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Giy Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 574
 <211> 249
<212> PRT
<213> Homo sapiens

<400> 574
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Gly Thr Phe Asn Asn Asn
20 25 : 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala-Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe pro His Ala Pro Leu Tyr Pro
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100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ’ 125

Gly Gly Gly Gly Ser Gly'Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Bsp
210 215 ’ . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 " 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 575
<211> 249
<212> PRT
<213> Homo sapiens

<400> 575
Gln Val Gln Leu Gln Gln Ser Gly 2la Glu Val Lys Lys Pro Gly Ser
1 5 T 10 15-

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
T 20, 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 , 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 '
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 -140

Thr Gln Asp Pro Bla Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 . 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 576
<211> 249
<212> PRT
<213> Homo sapiens

. <400> 576
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Txp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Ile Thr Phe
100 - 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245
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<210> 577
<211> 249
<212> PRT
<213> Homo sapiens

<400> /77
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly @Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 v 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 - 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Tyr Pro Leu Phe Phe
100 . 105 110 )

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 + 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ) 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 578
<211> 249
<212> PRT
<213> Homo sapiens

<400> 578
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 | 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Ala Val Ser Ser Gly-Gly Gly Gly Ser
118 120 125

@ly G@ly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ’ 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160
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Thr CYS Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Asn Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asgp Glu BAla Asp
210 ' 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 579
<211> 249
<212> PRT
<213> Homo sapiens _ .

<400> 579
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trxp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
.50 ‘ 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met @Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg .Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Gln Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly GQly Gly Ser
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115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp -
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 580
<211> 249
<212> PRT
<213> Howmo sapiens

<400> 580
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 | 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asp Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Glu Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser @lu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Sexr Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 581
<211l> 249
<212> PRT
<213> Homo sapiemns

<400> 581 )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Thr Phe
100 105 110

Trp Gly Aré Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly SerKGly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Prc Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 : 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 582
<211l> 249
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<212> PRT
<213> Homo sapiens

<400> 582
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 - 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Sexr Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser‘Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Axg Pro Ser Gly_Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 583
<211> 249
<212> PRT
<213> Homo gapiens

<400> 583
. Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly CGly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
+ 245

<210> 584
<211> 249
<212> PRT
<213> Homo sapiens

<400> 584 ) .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn.Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ’ 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln-Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Pro Leu Thr Phe
100 108 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sexr Glu Leu
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130 135 : 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Sexr Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 585
<211> 249
<212> PRT
<213> Homo sapiens

<400> 58% .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala His Pro Leu Val Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser‘Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
" 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 :

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 586
<211> 2459
<212> PRT
<213> Homo sapiens

<400> 586
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 28 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 4Q 45
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Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Serx
65 70 75 80

Mét Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg BAsp Leu Leu Leu Phe Pro Thr Ala Pro Leu Thr Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 - : 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 588
<211> 249
"<212> PRT
<213> Homo sapiens

<400> 588
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Sex Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Thr Pro Leu His Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly CGly Ser
115 : 120 125

Gly Gly Gly Gly Ser Gly CGly CGly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 :

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150, 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 475

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp SeX Ser Gly Asm His Trxrp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 589

<211l> 249

<212> PRT -

<213> Homo sapiens

<400> 589
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 .

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 , 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
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145 ' 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

. <210> 590
<211> 249
<212> PRT
<213> Homo sapiens

<400> 590
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Met
35 40 45

Gly Gly Tle Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Ser Phe
© 100 105 110 '
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Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 591
<211> 249
<212> PRT
<213> Homo sapiens

<400> 591
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 -5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
© . 85 90 95

Ala Arg Ser Arg BAsp Leu Leu Leu Phe Pro Tyr His Ser Tyr Asp Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gin Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Sei Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 _ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 592
<211> 2489
<212> PRT
<213> Homo sapiens

<400> 592 .
@ln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Thr Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205 ’

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp CGlu Ala Asp
210 215 ’ 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 553
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 593
Gln Val Gin Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Sexr Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe -
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ser Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sexr Glu Leu
130 ’ 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
) 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 : 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 © 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 594
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 5594
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Gln Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gin
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165 170 178

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly BAsn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 “ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Vval Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
. 245 :

<210> 595
<211> 249
<212> PRT
<213> Homo sapiens

<400> 595 )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 : 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ) 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyx Tyr Cys
85 . 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Gly Pro Leu Ser FPhe
100 105 110

Trp Gly Arg Gly Thr Met Val, Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 - 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Val Arg Phe Ser Gly Ser Sexr Ser Gly Asn
195 200 205

' Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 596
<211> 249
<212> PRT
<213> Homo sapiens

<400> 596
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

' ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Glmn Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr nla Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 ' 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gin
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 .

<210> 597
<211> 248
<212> PRT
<213> Homo sapiens

<400> 597
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

1
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 - © 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Leu Trp
100 105 110

Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala vVal Ser Vval Ala Leu Gly Gln Thr val Arg Vval Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly‘Gln ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 230 235 . 240

Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 598
<21l1l> 249
<212> PRT
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<213> Homo sapiens

<400> 598
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ' 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
. 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyxr Sexr Gln Asn Phe

Gln'Gly Arg Val Ala Ile Thr Ala Asp Glu Ser -Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 So 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Gly Ala Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 - 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser vVal Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Sexr Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ) 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 )

<210> 599
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 599
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 |

Gln Gly Arg Val Ala Ile Thr Val Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 ‘ 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175 ’

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Aén
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Arg Pro

Thr Ala
210

Tyr Tyx
225

Gly Gly

Ser

195

Ser

Cys

Thr

<210> 600
<211l> 249
<212> PRT
<213> Homo sapilens

<400> 600

Gln Val
1

Ser Val
2Ala Ile

Gly Gly
50

Gln Gly
65

Met Glu’

Ala Arg

Trp Gly

Gly Gly
130

Gln

Arg

Asn

35

Tle

Arg

Leu

Ser

Arg

115

Gly

180

Gly

Leu

Asn

Glu

Leu

Val

20

Trp

Ile

Val

Ser

Arg

100

Gly

Gly

Ile

Thr

Sex

Leu
245

Gln
5
Ser
val
Pro
Ala
Ser
85
Asp
Thr

Ser

Pro

Iie

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Asp

Thx

215

Asp

Val

Sex

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

Gly
135

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

185

Phe Ser
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Ser Gly

Gly

Ala Glu
10

Ser Gly
25

Pro Gly

Thr Ala

Asp Glu
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90

Phe Pro
105

Val Ser

Gly Ser
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Lys

Thr

Gly

Tyr

60

Thr

Ala

Ala

Gly

Phe
140

Ser
205

Asp

Trp
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30

Glu Trp

Gln Asn

Thr Ala

Tyr Tyxr

g5

Leu His
110

Gly Gly

Ser Glu

PCT/US01/19110

Asn

Asp

Gly
240

Ser

Asn

Met

Phe

Ser

80

Cys

Pro

Ser

Leu



WO 02/02641 PCT/US01/19110

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 - 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 1205

Thr Ala Ser Leu Thr Tle Thr Gly Ala Gln Ala Glu Asp Glu AlaAAsp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 601
<211> 249
<212> PRT
<213> Homo sapiens

<400> 601
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 . 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly‘Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser CGlu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 ‘ 240

@Gly @ly Thr Glu Leu Thr Val Leu Gly
245 ’

<210> 602
<211> 249
<212> PRT
<213> Homo sapiens

<400> 662 .
Gln Val Gln Leu Gln Glh Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 - 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 . 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Trp Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Sef Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ' 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Vval Leu. Gly
245

<210> 603
<211> 249
<212> PRT
<213> Homo sapiens

<400> 603 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met -
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 .

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 ) 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ser Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
) 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sex Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys. Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 604
<211> 249
<212> PRT
<213> Homo sapilens

<400> 604
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ‘ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile 2ZAsn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 ’ 80

Met Glu Leu Ser Ser Leu Arg Sexr Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Gly Ser Arg Asp Leu Leu Leu Phe Prc Ser Ser Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gin Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
; 180 . 185 130

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
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195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 605
<211> 249
<212> PRT
<213> Homo sapiens

<400> 605
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 1) 10 15

Ser. Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glm Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn His Pro Leu Thr Phe
100 105 110 -

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 1558 . 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly BAsn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 ' 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 606
<211> 249
<212> PRT
<213> Homo sapiens

<400> 606
Gln Val Gln Leu @Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr BAla Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 g0 : ) 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu Asp Ser
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 - 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
- 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 607
<211> 249
<212> PRT
<213> Homo sapiens

<400> 607 i
Gln Val Gln Leu Gln Arg Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 )

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Asp Phe
100 108 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser CGly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 608
<211> 249
<212> PRT
<213> Homo sapiens

<400> 608
Gln Val Gln Leu Gln Gln Sexr Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Zrg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
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20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 - 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ’ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Glu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ’ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245
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<210> 609
<211> 249
<212> PRT
<213> Homo sapilens

<400> 609
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Aén Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

- Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Phe Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 , 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
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210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trxp Val Phe Gly
225 230 235 240

@Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 610
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 610
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glu Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

_Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Met Ala Pro Leu Val Gly
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
: 115 120° 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val pPhe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 611
<211> 249
<212> PRT
<213> Homo sapiens

<400> 611
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
- 85 90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ’ 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Agp Pro Ala Val Ser val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly BAsn His Trp Val Phe Gly
225 230 235 ) 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 612
¢211> 249
<212> PRT
<213> Homo sapiens

<400> 612
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg vVal Ser Cys. Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thyr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Gly Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125,

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 : 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Thr Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
155 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220.

Tyr Tyr Cys Asn Ser Arg Gly Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val DLeu Gly
245

«<210> 613
<211> 249
<212> PRT
<213> Homo sapiens

<400> 613 .
Gln Val G@ln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
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35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 : 90 ~ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 ‘ 150 155 160

. Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly !
245

<210> 614
<21l> 249
<212> PRT
<213> Homo sapiens
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<400> 614
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val S8er Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ser Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Ser vVal Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ‘ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ) 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Giy
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225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 615
<211> 249
<212> PRT
<213> Homo sapiens

<400> 615
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 ’

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Thr Pro Met Phe CGly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thy Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ‘ , 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu His Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

@ly @ly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sexr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 ) 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 616
<211> 2485
<212> PRT
<213> Homo sapiens

<400> 616
@ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 490 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 - 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyxr Cys
85 90 ’ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Asp Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly CGly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thy Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr @Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Ser Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 617
<211> 248
<212> PRT
<213> Homo sapiens

<400> 617 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
' 20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 : 55 ’ 60

Gln Gly Arg val Ala. Ile Thr Ala Asp Glu Ser Thr Sexr Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ‘90 95

732



WO 02/02641 PCT/US01/19110

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Leu Sexr Gly Gly Gly Gly Ser
115 120 125

Cly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser @ly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Giy Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala 2Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

CGly Gly Thr Glu Leu Thr Val Leun Gly
245

<210> 618
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 618 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
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Trp
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 : 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Ala Leu Tyr Pro
100 105 : 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr vVal Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glin Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 2358 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
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245

<210=> 620
<211> 2495
<212> PRT
<213> Homo sapiens

<400> 620
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 . 10 i5

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@Gly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 : 55 60

@Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Asp Pro Leu Phe Gly
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Sex Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Arg Thr val Lys Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 - 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 w240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 621
<211l> 249
<212> PRT
<213> Homo sapilens

<400> 621
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
- 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn FPhe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 ’ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
1395 N 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 622
<211> 249
<212> PRT
<213> Homo sapiens

<400> 622
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5. 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Arg Asp Leu Leu Leu Phe Pro Ala Ala Pro Leu Trp Pro
100 ) 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
198 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 24Q

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 623
<211l> 248
. <212> PRT
<213> Homo sapiens

<400> 623
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe .
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
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65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Asp Pro Leu Arg Trp
100 105 110

Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val Thr
145 - 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 . 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Giy Asn His Trp Val Phe Gly Gly
225 230 : 235 240

Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 624
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 624
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Asp Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trxp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
’ 180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser‘Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 i 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 625
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<211> 249
<212> PRT
<213> Homo sapiens

<400> 625
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu éer Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ‘ 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Glon Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asu Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trxp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 626
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 626 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser-

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe BAsn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 S5

Ala. Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Asp Pro Leu Val Phe
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Sex
115 . 120 125 :

@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Thr Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 627
" «211> 249
<212> PRT
<213> Homo sapiens

<400> 627
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5. 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asnu Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu.Leu Leu Phe Pro Gly Ser Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 : 155 160

Thr Cys .Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
.180 . 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 628
<211> 249
<212> PRT
<213> Homo sapiens

<400> 628 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ‘ 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly CGln Gly Leu Glu Trp Met
35 : 40 45

@Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
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85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser His Leu Glu Phe
100 , 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly ser Ala Phe Ser Ser Glu Leu
130 4 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gla Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 - 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Thr Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 218 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

' Gly Gly Thr Glu Leu Thr 'Val Leu Gly
245

<210> 628
<211> 249
<212> PRT
<213> Homo sapiens

<400> 629
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ’ -1 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Deu Glu Trp Met
35 40 45 '
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ' 58 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ser Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn .
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 630
<211> 249
<212> PRT
<213> Homo sapiens
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<400> 630
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln ély Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro.Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Asn Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 631
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 631
Gln Val ¢ln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
’ 50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Thr Phe
100 1058 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ) 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 , 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln -
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro

Thr Ala
210

Tyr Tyr
225

Gly Gly

Ser

195

Sex

Cys

Thr

<210> 632
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 632

Gln Val
1

Ser Val
Ala Ile
Gly Gly

50
Gln Gly

65

Met Glu
Ala Arg

Trp Gly

Gly Gly
130

Gln

Arg

Agn.

35

Ilg

Arg

Leu

Ser

Arg

115

Gly

Gly

Leu

Asn

Glu

Leu

Val
20

Trp

Ile

Val

Ser

Arg

100

Gly

Gly

Ile

Thr

Ser

Leu
245

Gln

5

Ser

val

Pro

Ala

Ser

85

Asp

Thr

Ser

Pro

Ile
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230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Asp

Thr

215

Asp

val
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Lys

Gln
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55

Thr
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Leu

Val
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135

Arg

200
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Leu

Gly
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40
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Leu

Thr

120
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Ser

Gly
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Sex

25
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Thr
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Phe

105

val

Gly
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Gln

Gly
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10

Gly

Gly
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Glu
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20

Pro

Ser

Ser

750

Gly

Ala

Asn
235

Val

Gly

Gln

Lys
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75

Thr

Gln

Ser

Ala

Ser

Glu
220

Lys
Thr
Gly
Tyr

580
Thr
Ala
Asn

Gly

Phe
140
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Ser Ser Gly Asn
205

Asp Glu Ala Asp

Trp Val Phe Gly
240

Lys Pro Gly Ser
15

Phe Asn Asn Asp
30

Leu Glu Trp Met
45

Ser Gln Asn Phe

Ser Thr Ala Ser
80

val Tyr Tyr Cys
95

Pro Leu Hig Pro
110

Gly Gly Gly ser
125

Ser Ser Glu Leu
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ' 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ' 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 , 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 633
<211> 249
<212> PRT
<213> Homo sapiens

<400> 633
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr :Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Giu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Cys Phe
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100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135" 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 ‘ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 634
<211l> 245
<212> PRT
<213> Homo sapiens

<400> 634
Gln Val Gln Leu Gln Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ) 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 '
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

*Thr Gln Asp Pro Ala ‘Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly 2la Gln Ala Glu Asp Glu Ala Asp
210 215 220 )

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 635
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 635
Glon Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala TIle Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

G@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Brg Ser Arg Asp Leu Leu Leu Phe Pro Met Ala Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 ‘ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 4 170 1753

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn. Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly .
225 : 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245
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<210> 636
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 636
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ser Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly CGly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
' 165 170 ) 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Asn Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 637
<211> 249
<212> PRT
<213> Homo sapiens

<400> 637 )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 : 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
‘ 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr ARla Lys Tyr Ser Gln Asn Phe
50 55 €0

Gln Gly Arg val 2Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 7 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile bPro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln aAla Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 638
<211> 249
<212> PRT
<213> Homo sapiens

<400> 638 .
@Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 , 25 - 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
8% - 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Gln Phe
*100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser

757



WO 02/02641 PCT/US01/19110
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 ' 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ) . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ‘ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly ZAsn His Trp Val Phe Asp .
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 639
<211> 245
<212> PRT
<213> Homo sapiens

<400> 632
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Thr Phe
100 - 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
| 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ’

Thr Gln Asp DPro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 - 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ‘ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 640
<211> 249
<212> PRT
<213> Homo sapilens

<400> 640
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glm Asun Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Val Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Tyr Pro
100 105 110

Txrp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Ser Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ’ 175

Gln. Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 641
<211> 24595
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<212> PRT
<213> Homo sapiens

<400> 641
Gln Val Gln Leu @Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Ile Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 - 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly GIn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn.
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Val Gln Ala Glu Asp Glu Ala Asp
210 - 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Cly Asn His Trp Val Phe Gly
225 230 235 ' 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
’ 245

«210> 642
<211> 249
<212> PRT
<213> Homo sapiens

<400> 642
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ’ 25 30

Ala Ile Asn Trp Val Axrg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Cly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg His Pro Leu Leu Phe
100 105 ‘110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

"Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ‘ : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
’ i65 170 175

762



WO 02/02641 PCT/US01/19110

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Bsp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 218 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly.Asn His Trp Val Phe Gly
225 230 2358 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 643
<211> 248
<212> PRT
<213> Homo sapiens

<400> 643
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

~Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glm Asn Phe
50 55 60-

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Glu Trp
100 105 110

@Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
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130 135 _ 140

Gln Asp Pro Ala Val ser Val Ala Leu Gly Gln Thr val Arg Val Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Ala Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 150

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 ’ 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys. Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 230 . 235 240

Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 644
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 644
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val .Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 ' 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95 '
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Ala Arg Ser Arg Asp

100

Trp Gly Arg Gly Thr

115

Gly Gly Gly Gly Ser
130

Thr Gln Asp Pro Ala

145

Thr Cys Gln Gly Asp

165

Gln Lys Pro Gly Gln

180

Arg Pro Ser Gly Ile

185

Thr Ala Ser Leu Thr
210

Tyr Tyr Cys Asn Ser

225

Gly Gly Thr Glu Leu

<210>
<211>
<212>
<213>

<400>

245

645
249
PRT
Homo sapiens

645

Gln val Gln Leu Gln

1

5

Leu

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Val

Leu

Thr

120

Gly

Val

Azg

Val

Arg

200

Gly

Ser

Leu

Gln Ser Gly

S8er Val Arg Val Ser Cys Lys Ala

20

Ala Ile Asn Trp Val

35

Arg Gln Ala

40

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser
25

Pro

Pro

Ser

Ser

Leu

TyY

170

vVal

Ser

Gln

Gly

Glu
10

Ser
Ala
Gly
155

Tyr
Ile

Gly

Ala

Asn
235

Ala

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Val Lys Lys

Gly Gly Thr Phe

Gly
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Gln Gly Leu

45

PCT/US01/19110
Leu His Pro
110

Gly Gly Ser
Ser Glu Leu

Val Arg Val
160

Trp Tyr Gln
175

Lys Asn Asn
190

Ser Gly Asn
Glu Ala Asp

Val Phe Gly
240

Pro Gly Ser
15

Asn Asn Asn
30

Glu Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 g0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Phe Pro Leu Ile Phe
100 ‘ . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 646
<211> 249
<212> PRT
<213> Homo sapiens

<400> 646
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Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asu Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Ile Phe
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ' 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 - 190

Arg Pro Ser Gly Ile Pro<Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 , 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 | 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 647
<211> 248
<212> PRT
<213> Homo sapiens

<400> 647
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Rsp Glu Ser Thr Ser Thr Ala Sex
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn His Ala Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 : 135 ' 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 ‘ 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245 .

<210> 648
<211> 249
<212> PRT
<213> Homo sapiens

<400> 648
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Ile Leu Tyr Pro
10Q : 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Sexr Gly Gl? Gly Gly Sexr
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Cla Thr Val Arg Val
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145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 649
<211> 249
<212> PRT
<213> Homo sapiens

<400> 649 .
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 - 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp Trp Pro Leu Tyr Pro
100 105 110
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Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyxr

225

Gly

<210>
<211>
<212>
<213>

<400>

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Arg

115

Gly

Asp

Gln

Pro

Ser

185

Ser

Cys

Thr

650
249
PRT
Homo sapiens

650

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Gln val Gln Leu

1

Ser Val Arg Vval

20

Ala Ile Asn Trp

35

Gly Gly Ile Ile

50

Thr

Sexr

Ala

Asp

165

Gln

Ile

Thr

Sex

Leu
245

Gln

5

Ser

val

Pro

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Ser

Lys

Gln

Phe
55

Thr

120

Gly

val

Arg

vVal

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Sex

Gly

Ala

Ser

25

Pro

Thr

Ser
Ser
Leu
TYyx
170
Val
Ser

Gln

Gly

Glu
10
Gly

Gly

Ala

771

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

val

Gly

Gln

Lys

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Tyr
60

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Lys

Phe

Leu

Ser

Gly

Ser

val

Trp

Lys

180

Ser

Glu

Val

Pro

Asn

30

Glu

Gln

Gly

Glu

Arg

Tyr

175

Asn

Gly

Ala

Phe

Gly
15

Asn

Trp

Asn
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Ser

Leu

val

160

Gln

Asn

Asn

Asp

Gly
240

Ser

Asn

Met

Phe
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 - 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Phe Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gla Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 ) 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 651
<211> 249
<212> PRT
<213> Homo sapiens

<400> 651
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Ty

225

Gly

Tle

Gly

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Asn

35

Ile

Arg

Leu

Sexr

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

cys

Thr

Val

20

Trp

Ile

Val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ser

val

Pro

Ala

ser

85

Asp

Thr

Ser

aAla

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Vval

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

val

Arg

val

Arg

200

Gly

Ser

Leu

Ser

25

Pro

Thr

Asp

clu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

Gly
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Gly
Gln
Lys
Ser

75

Thr

Gln

Gly

Ala

Gly
155

TyY

Ile

Gly

Ala

Asn
235

Thr

Gly

Tyr

60

Thr

Ala

Ala

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Phe

Leu

45

Ser

Ser

val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Asn

30

Glu

Gln

Thr

TyT

Leu

110

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

val
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Asn Asn

Trp Met

Asn Phe

Ala Ser

80

Tyr Cys
85

His Pro

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240
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<210> 652
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 652
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 g5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Met Asp Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly'Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 : 170 175

Gln Lys Pro Gly Gln Ala Pro Vval Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thrx Val Leu Gly
245

<210> 653
<211l> 2459
<212> PRT
<213> Homo sapiens

<400> 653
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ' 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 €0

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp‘Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly dly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sér Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
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165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ’ 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 654
<211l> 249
«212> PRT
<213> Homo sapiens

<400> 654
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu.Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 9S

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Thr Leu Glu Phe
100 105 " 110

Trp Gly Arg Gly Thr, Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
' 115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 - 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Bsn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 655
<211> 249
<212> PRT
<213> Homo sapiens

<400> 655
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
’ 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln .Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

@Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser-Glu Leu
130 . 138 149

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 . 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trxrp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser‘Gly Ser Ser Ser Gly Asn
195 X 200 - 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyxr Tyf Cys Asn Ser Arg Agp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 656
<211> 249
<212> PRT
<213> Homo sapiens

<400> 656
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 _ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val RAla Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Asp Pro Leu Val Leu
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 : 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val TIle Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Asp Asn His Trp Val Phe Gly
225 230 235 - : 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 657
<211> 249
<212> PRT
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<213> Homo sapiens

<400> 657
Gln Val Glo Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Ile Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 &80

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Tyr Ile
100 ) - 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 '

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thxr Val Arg Val
145 150 155 : 160

Thr Cys Glan Gly Asp Ser Leu Arg Ser Tyf Tyr Ala Ser Trp‘Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro vVal Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 238 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 658
<211> 249
<212> PRT
<213> Homo sapiens

<400> 658
- @ln Val Glon Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ' 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 C 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Ser Phe
100 105 . 110

Trp Gly ArgJGly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 .175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
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180 : 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 659
<211> 249
<212> PRT
<213> Homo sapiens

<400> 659 '
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
' 35 40. 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Val .Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Glu Tyr Tyr Cys
85 9Q 85

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thr
145

Thr

Gln

Arg

Thr

Tyr
225

Gly

Gln Asp Pro
Cys Gln Gly

Lys Pro Gly
180

Pro Ser Gly
195

Ala Ser Leu
210 -

Tyr Cys Asn

Gly Thr Glu

<210> 660
<211> 2493
<212> PRT
<213> Homo saplens

<400> 660

Gln
1

Ser

Ala

Gly

Gln

65

Met

Val Gln Leu

Val Arg Vval
20

Ile Asn Trp
35

Gly Ile Ile
50

Gly Arg Val

Glu Leu Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Gln

5

Ser

val

Pro

Ala

Ser
85

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Sexr

Lys

Gln

Phe

55

Thr

Val

Arg

val

Arg

200

Gly

Sex

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Leu

Ty

170

val

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

Asp
90

783

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Val

Gly

Gln

Lys

Ser

75

Thr

Gln

Ala

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Tyr

60

Thr

Ala

Thr val

Ser Trp

Gly Lys
190

Ser Ser
205

Asp Glu

Trp Val

Lys Pro

Phe Asn
30

Leu Glu

45

Ser Gln

Ser Thr

Val Tyr

PCT/US01/19110

Arg Vval
160

Tyr Gln
175

Asn Asn
Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn
Trp Met
Asn Phe
Ala Ser

80

Tyr Cys
95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
1380 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp-
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 - 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 661
<211> 249
<212> PRT
<213> Homo sapilens

<400> 661 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
i 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly

Gln

65

Met

Ala

Irp

Gly

Thr

145

) Thr

Gln

Thr

- Tyr
225

Gly

<210>
<211>
<212>
<213>

<400>

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyxr

Gly

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

662
249
PRT
Homo sapiens

662

Ile

Val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Phe

55

Thr

Arg

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Val

Gly

Ala

Ser

Leu

Thr

120

Gly

Val

Arg

val

Arg

200

Gly

Sexr

Leu

Thr

Asp

Glu

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Glu

Asp

S0

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

Gly

Lys

Ser

75

Thr

Arg

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Tyr

60

Thr

Ala

Asp

Gly

Phe

140

Gln

Ala

Tyr

Ser

Ser

Ser

Val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

" 205

Glu
220

His

Asp

Trp

Gln

Thr

Tyr

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

Val

PCT/US01/19110

Asn Phe

Ala Ser
80

Tyr Cys
95

Arg Phe
Gly Ser
Glu Leu
Arg Val
160
Tyr Gln
175
Asn Asn
Gly Asn

Ala Asp

Phe Gly
240

Gln Val @ln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Asp Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 1358 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 663
<211> 249
<212> PRT
<213> Homo sapilens

<400> 663
Gln val Gln Leu @ln @ln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
’ 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr 2la Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Gly Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ' 125 -

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr GIn
165 170 175

Gln Lys Pro Gly Glm Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
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195 200 N 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 664
<211> 249
<212> PRT
<213> Homo sapiens

<400> 664
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln'Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ser Pro
) 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

‘'Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 . . 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
’ 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Sexr Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 665
<211> 249
<212> PRT
<213> Homo sapiens

<400> 665
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 - 10 15

Ser Val Arg Ile Ser Cys Lys Ala Thr Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 ’ 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Ile Leu
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ~ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Sexr Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 1380

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 - 2058

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asn
210 215 220

Tyr Tyr Cye Asn Ser Arg Asp Ser Ser Gly Asn His- Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 666
<211> 249
<212> PRT
<213> Homo sapiens

<400> 666
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 : 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glm Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 " 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
) 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ser Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 667
<211> 249
<212> PRT
<213> Homo sapiens

<400> 667

Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
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20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 : 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 SQ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Asp Pro Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 : 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 125 140 :

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glan Thr val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 - 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 | 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 668
<211l> 249
«212> PRT
<213> Homo sapiens

<400> 668
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30-

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
" B0 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ala Pro Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vél
145 150 ) 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ’ 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
1985 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
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210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 669
<211> 249
<212> PRT
<213> Homo sapiens

<400> 669
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 50

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 _ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
- 85 90 o5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

CGly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln 2sp Pfo Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 . 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thy Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Sexr Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gy Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 670
<211> 249
<212> PRT
<213> Homo sapiens

<400> 670 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 _ 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyxr Cys
85 %0 , 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu lLeu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyi Gln
165 ’ 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 671

<211> 249

<212> PRT 7
<213> Homo sapiens

<400> 671 R
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gla Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp. Glu Ser Thr Sexr Thr Ala Ser
65 ' 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 4 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Asn Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly CGly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 4 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 - . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 , - 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 672
<211> 249
<212> PRT
<213> Homo sapiens

<400> 672 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Serxr
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Ile Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
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35 40 ' 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 85

Ala Arg Ser Arg His Leu Leu Leu Phe Pro Gln Gly Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser -Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glan Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyyx Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 1920

Arg Pro Ser Gly Ile-Pro Asp Arg Phe Ser ély'Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 - 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 673
<211> 2495
<212> PRT
<213> Homo sapiens
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<400> 673
Gln Val Gln Leu Gln Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Leu Pro Leu Asn Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Len
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 : 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
. 165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Glyllle Pro Asp Arg Phe Ser Gly Ser Sef Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220 ‘

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Tfp val Phe Gly
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225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 674
<211s 249
<212> PRT
<213> Homo sapiens

<400> 674
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 24 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 '

Gly @ly @Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ' 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Sex Ser Gly Asn
195 , 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 675
<211> 249
<212> PRT
<213> Homo- sapiens

<400> 675
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
B 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Mét Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ° } 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 . 90 95

Ala Arg Ser Arg Aép Leu Leu Leu Phe Pro Gly Ala Pro Leu Ala Pro
100 ‘ 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ’
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 676
<«211> 249
<212> PRT
<213> Homo sapiens

<400> 876
Gln val Gln Leu Glan Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 , 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Tyr Pro
100 108 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly CGly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 .

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp‘Ser Leu Arg Ser Tyr Tyr Ala Sexr Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
) 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Cly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 677
<211> 249
<212> PRT
<213> Homo sapiens

<400> 677
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
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50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ser Pro Leu Ser Phe
100 - 105 110 - -

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ) 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 149

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 :

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 8 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 678
<211> 249
<212> PRT
<213> Homo sapiens

<400> 678
@ln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15.
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp-Leu Leu Leu Phe Pro Ser His Ser Phe Asp Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu ‘
130 - 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txrp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
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245

<210> 679
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 679 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glo Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 50 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg ValA
145 . 150 155 180

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
© 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190 .

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 '

806



WO 02/02641 PCT/US01/19110

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 - 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 680

<211> 249

<212> PRT

<213> Homo sapiens

<400> 680

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Vval Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 - ) 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 30 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ) 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160
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5

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 ' 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg His Ser Ser CGly Asm His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 681

<211> 249

<212> PRT : -
<213> Homo sapiens

<400> 681 :
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pra Gly Ser
1 5 10 ' 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 .25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Glu Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 " 90 ' 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110
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Trp Gly Arg Gly Thr
115

Gly Gly Gly Gly Ser
130

Thr Gln Asp Pro Ala
145

Thr Cys Gln Gly Asp
165

Gln Lys Pro Gly Gln
180

Arg Pro Ser Gly Ile
195

Thr Ala Ser Leu Thr
210

Tyr Tyr Cys Asn Ser
225

Gly Gly Thr Glu Leu
- 245

<210> 682 -

<211> 249

<212> PRT

<213> Homo sapiens

<400> 682
@Gln Val Gln Leu Gln
1 5

Ser Val Arg Val Ser
20

Ala Ile Asn Trp Val
35

@ly Gly Ile Ile Pro
50

Gln Gly Arg Val Ala

Met

Gly

val
150

Ser

Ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Val

Ser

Lys

Gln

Phe

55

Thr

Thr

120

Gly

Val

Arg

Val

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Val

Gly

Ala

Ser

Lieu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Ser
Ser
Leu
Tyr
170
Val
Ser

Gin

Gly

Glu

10
Gly
Gly

Ala

Glu

809

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Val

Gly

Gln

Lys

Sexr

Gly
Phe
140
Gln
Ala
YT
Ser
Glu
220

His

Lys
Thr
Arg
Tyr

60

Thr

Gly

125

ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Lys

Phe

Leﬁ

45

Ser

Ser

Gly

Ser

val

Trp

Lys

120

Ser

Glu

val

Pro

Asn
30,

Glu

Gln

Thr

PCT/US01/19110

Gly Ser .
Glu Leu
arg val

160
Tyr Gln
175
Asn Asn
Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met

Asn Phe

Ala Ser
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65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 ' 110

Txrp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 © 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 ' 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 683
<211> 249
<212> PRT
<213> Homo sapiens

<400> 683
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 .10 15

Ser Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
- 20 ' 25 30 ’
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Ala Tle Asn Trp Val Arg Gla Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr aAla Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110

Trp Gly Arg Arg Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Ile Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ’ . 220

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 - 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 684
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<211l> 249
<212> PRT
<213> Homo sapiens

<400> 684
@Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu ‘Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ) 140 .

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ' 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala 2Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 685
<211l> 249
<212> PRT
<213> Homo sapiens

" <400> 685
Gln val Gln Leu Gln Glun Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
: 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
&5 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Asp Pro Leu Ile Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Ala Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 -

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 130

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Bsp
210 215 220

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 686
<211> 249
<212> PRT
<213> Homo sapiens

<400> 686
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Fhe
50 ’ 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
€5 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser
130 '

Thr Gln Asp Pro Ala

145

Thr Cys Gln Gly asp

165

Gln Lys Pro Gly Gln

180

Arg Pro Ser Gly Ile

195

Thr Ala Ser Leu Thr
210 '

Tyr Tyr Cys Asn Ser

225

Gly Gly Thr Glu Leu

<210>
<211l>
<212>
<213>

<400>

245

687
249
PRT
Homo sapiens

687

Gln Val Gln Leu Gln

1

5

Ser Val Arg Val Ser

20

Ala Ile Asn Trp Val

35

Gly Gly Ile Ile Pro

50

Gln Gly Arg val Ala

65

Met Glu Leu Ser Ser

Glf

Val
150
Ser
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85 . 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 '

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 688
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 688 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 : 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala TIle Asn Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 4Q 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ‘ 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly 2sp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly 2Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 238 240 .

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 689
<211> 249
<212> PRT
<213> Homo sapiens

817
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<400> 689
Gln val Leu Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 : 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Axrg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Asp Phe
100 . 105 T 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 ’

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ’ 135 140 :

Thr Gln Asp Pro Ala Val Sexr Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly CGln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
) 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Ser
195 A 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Sexr Ser Gly Asn His Trp Val Phe Gly
228 230 : 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 690

<211> 249

<212> PRT -
<213> Homo sapiens

<400> 690 . .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

2la Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ser Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115" 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

819



WO 02/02641 ’ PCT/US01/19110

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
: 245

<210> 691
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 691
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Brg Val Ser Cys Lys Ala-Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
- 85 : S0 95

ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln His Gly Phe Asp Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 - 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser TYr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glo Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 1s0

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ‘ 215 , 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 692
<211> 249
<212> PRT
<213> Homo sapilens

<400> 692
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp>Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 58 ' 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys .
85 g0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Arg Phe
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100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
118 120 125

@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 - 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 693
<211> 249
<212> PRT
<213> Homo sapiens

<400> 693
Gln Val Leu Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . i 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Arg Val Tyr Tyr Cys
© 85 90 95

Ala Brg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Cys Val Ala Leu Gly Gln Thr Vval Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ’ 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 694
<211> 249
<212> PRT
<213> Homo sapiens

<4Q0> 654
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Serxr
1 5 10 15
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Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser CGln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Serxr Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 85

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
- 180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ) 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245
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<210> 695

<211> 249 -
<212> PRT

<213> Homo sapiens

<400> 695 .
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Ala Phe Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
. 115 © 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 130

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Giy Ser Ser Ser Gly Asn
195 . 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 - 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

«<210> 696
<211> 249
<212> PRT
<213> Homo sapiens

<400> 696
@Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 - 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser.
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser  Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 697
<211> 249
<212> PRT
<213> Homo sapiens

<400> 697
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
i 20 25 30

Ala Ile Asn Trp'Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Proc Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ., 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu‘Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ser Ala Leu Thr Phe
100 : 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
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115 120 128

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 238 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
- 245 '

<210> 698
<211> 249
<212> PRT
<213> Homo sapiens

<400> 698
Gln Val Gln Leu Gln Gln Sexr Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln CGly Leu Glu Trp Met
35 4Q 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 -75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Ser
100 ’ 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 -

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 699
<211> 249
<212> PRT
<213> Homo sapiens

<400> €699
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
’ 20 25 30

829



WO 02/02641 PCT/US01/19110

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 4Q 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ‘ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
: 195 200 © 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 700
<21l1l> 249
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<212> PRT
<213> Homo sapiens

<400> 700
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 S 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Cly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu.Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ser Pro Leu His Pro
100 105 110

Trp Gly Aré Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly.Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 19¢

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 , 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 701
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 701
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Asp Ser
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Prec Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 702
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 702
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr. Ala Ser
65 : 70 75 ) 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Glmn Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
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130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
‘ 245

<210> 703
<211> 249
<212> PRT
<213> Homo sapiens

<400> 703 '
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 A 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 © 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser

Trp Gly Arg

115

Gly Gly Gly
130

Thr Gln Asp

145

Thr Cys Gln

Gln Lys Pro

Arg Pro Ser

195

Ala Ala Ser
210

Tyr Tyr Cys

225

Gly Gly Thr

<210>
<211l>
<212>
<213>

<400>

704
249
PRT

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Cys

Leu
245

Homo sapiens

704

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Ala

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

vVal

Leu

Thr

120

Gly

vVal

Arg

Val

Arg

200

Gly

Ser

Leu

Gln Val Gln Leu Gln Gln Ser Gly

1

5

Ser Val Arg val Ser

20

Ala Ile Asn Trp Val

35

Cys Lys Ala

Arg Gln Ala

40

Phe
105
val
Gly
Ala
Ser
Leu
185
Phe
Ala

Ser

Gly

Ala

Ser
25

Pro

Pro

Ser

Ser

Leu

yr

170

Val

Ser

Gln

Gly

Glu
10

Gly

Gly

835

Ser

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Trp

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Pro
Gly
125
Ser
Thr
Ser
Gly
Ser
205

Asp

Trp

Val Lys Lys

Gly Thr Phe

Gln Gly Leu

45

PCT/US01/19110
Leu Thr Phe
110

Gly Gly Ser

Ser Glu Leu

Val Arg Val
160

Trp Tyr Gln
175

Lys Asn Asn
190

Ser Gly Thr

Glu Ala Asp

Val Phe Gly
240

Pro Gly Ser
15

Asn Asn Asn
30

Glu Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 130

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 ‘ 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
‘ 245

<210> 7085
<211> 249
<212> PRT
<213> Homo sapiens

<400> 705
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Gln

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyx
225

Val

Val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

His

Cys

Lys

Pro

Ala

210

Tyxr

Gln

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Leu

val
20

Trp

Ile

val

ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Gln

Ser

val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Tyr

Gln

Cys

Arg

-Met

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Axg
230

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

Val

Arg

val

Arg

200

Gly

215

Asp

Ser

Ala

Ser

25

Pro

Thxr

Asp

Glu

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

‘Glu

10

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Ser

Leu

Tyr

170

vVal

Ser

Gln

Gly

837

Val

Gly

Gln

Lys

Ser

75

Thr

Thr

Ser

Ala

Gly

155

Ty

Ile

Gly

Ala

Asn
235

Lys

Thr

Gly

TyTr

60

Thr

Ala

Tyr

Gly

Phe

140

Gln

KXla

Tyr

Ser

Glu

220

His

Lys

Phe

Leu

45

Ser

Ser

val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Pro
Asn

30
Glu
Gln
Thr
Tyx
Leu
110
Gly
Ser
val
Trp
Lys
190
Ser
Glg

val
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Gly Ser
15

Asn Asn

Trp Met

Agn Phe

Ala Ser

80

Tyr Cys
95

Val Phe

Gly Ser

Glu Leu

Arg Vval

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
2@0



WO 02/02641 PCT/US01/19110

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 706
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 706
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 .15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
’ 35 4Q 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu aAsp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 : 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ' 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

838
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser heu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 707
<211> 249
<212> PRT
<213> Homo sapiens

<400> 707
Gln Val Leu Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 ' 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ’ 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys His Pro Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 :

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr @ln Asp Pro Ala Val Ser Val Ala Leu Gly Glmn Thr Val Arg Val

839
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145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Liys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Bsn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 235 240

Gly Gly Asn Glu Leu Thr Val Leu Gly
245

<210> 708
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 708
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Sexr
.1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Asp Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe. Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 58 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110 ’
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Tyr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190 Co

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 709
<211> 249
<212> PRT
<213> Homo sapiens

<400> 709
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ' . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 -] ’ 60

841
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
: 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 710
<211> 249
<212> PRT
<213> Homo sapiens

<400=> 710
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser

1 5 10, 15

842
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ' 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn DPhe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 30 ¢ 95

Ala Arg Ser Arg Asp‘Leu~Leu Leu Phe Pro His Asp Pro Leu Leu Phe
100 - 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 ' 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys GIn Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 178

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 : 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

843
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<210> 711
<211> 249
<212> PRT
<213> Homo sapiens

<400> 711 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

.Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg His Pro Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ' - 135 140

Thr Gln Asp Pro Ala Val Sexr Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln @Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ’ 185 i 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 712
<211> 249
<212> PRT
<213> Homo sapiens

' <400> 712

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn -
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ) 120 125

Gly Gly Gly Gly Ser Gly @Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln

845
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165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 713
<211> 249
<212> PRT
<213> Homo sapiens

<400> 713
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val ‘Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His. Ala Pro Leu Asp Pro
A 100 105 110,

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 : 120 125 '
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 - 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ' 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 - 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 714
<211> 249
<212> PRT
<213> Homo sapilens

<400> 714
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 4Q 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 , 50

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

847
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 715
<211l> 2495
<212> PRT
<213> Homo sapiens

<400> 715
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30
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Ala Ile Asm Tyrp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg @ly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 )

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trxp Val Phe Gly
225 ' 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
. 245

<210> 716
<211> 245
<212> PRT

848
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<213> Homo sapiens

<400> 716
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Prc Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn DPhe
50 55 60

" Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70° 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ser Phe
100 - 105 ) 110 .

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 128

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ' 185 1390

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ’ 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 717
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 717
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 - 10 ) 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 X 70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Phe Pro
100 105 i 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Typ Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn

851
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180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
188 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Glm Ala Glu Asp Glu Ala Asp
210 215 , 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 718
<211> 249
<212> PRT
<213> Homo sapiens

<400> 718
Gln Val Gln Leu Gln Gln Ser Gly Ala GluVal Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
. 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 ’

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 - © 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 '
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 : 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 719
<211> 249
<212> PRT
<213> Homo sapiens .

<400> 719
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 © 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 _ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser GIu Asp Thr Ala Val Tyr Tyr Cys
85 20 85

853



WO 02/02641 . PCT/US01/19110

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Gly Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
‘ 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 720
<211> 247
<212> PRT
<213> Homo sapiens

<400> 720
Gln Val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser Ser, Val
1 5 10 15

Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn Ala Ile
20 25 : 30

Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met Gly Gly
35 40 45
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Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe Gln Gly
50 55 60 ’

Arg Val Ala Ile Thr aAla Asp Glu Ser Thr Ser Thr Ala Ser Met Glu
&5 70 75 80

Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg
' 85 90 95

Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe Trp Gly
100 105 110

Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser cly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr Gln
130 . 135 140

Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val Thr Cys
145 150 155 160

Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gla Gln Lys
165 170 175

Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro
.180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 200 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly Gly Gly
225 230 . - 235 240

Thr Glu Leu Thr Val Leu Gly
245

<210> 721
<211> 249
<212> PRT
<213> Homo sapiens

<400> 721
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly @Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Sexr Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Tyr val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

‘'Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ' 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ‘ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 ' 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 722
<211> 249
<212> PRT
<213> Homo sapiens

<400> 722
Gln Vval Gln Leu Gln Arg Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45 -

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn The
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly ser
115 120 . 125

Gly Gly Gly Gly Sser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 ) 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ’ 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
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1385 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 723
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 723
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ’ 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 ) 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ala Pro
- 100 105 ) 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
1320 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160
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Thr Cys Arg Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser «Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

" Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 724
<21l> 249
<212> PRT
<213> Homo sapilens

<400> 724 -
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val BArg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45’

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 .60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 a5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Glu Pro
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
‘145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165- 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 © 185 ’ 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
) 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 725
<211> 249
<212> PRT
<213> Homo sapiens

<400> 725 ]
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 .45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 .55 60
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Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Ala Phe Asp Leu
100 . 108 110

Trp Gly Arg Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 726
<211> 249
<212> PRT
<213> Homo sapiens

<400> 726
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Agn Asn Asn
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20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly @Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 - 178

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Axrg Phe Ser Gly Ser Ser Ser Gly Asn
198 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 '

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245
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<210> 727
<211l> 249
<212> PRT
<213> Homo sapilens

<400> 727 .
Gln Val Gln Leu Gln Gln Ser CGly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 - 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn’
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Aép
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210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 -235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 728
<211> 249
<212> PRT
<213> Homo sapiens

<400> 728
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Hig Ser Phe Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
T 145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . ' 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
' 180 - 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 '

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu BAla Asp
210 ° 215 220

Tyr Tyr Cys Asn Ser Arg Asp Sexr Ser Gly Asn His Trp Val Phe Gly'
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 729
<211> 249
<212> PRT
<213> Homo sapiens

<400> 729
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45.

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 &0

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 : 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Thr
100 105 110,

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 . .
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asm His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

«<210> 730
<211> 249
<212> PRT
<213> Homo sapiens

<400> 730
Gln val Gln Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Met Leu Gly Leu Asp Leu
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175 '

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Bsn
185 ‘ 200 205

Thr Ala Ser Leu Thr Ile Thr Gly ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 731
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 731 .
Gin Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1. 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe.Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Mét
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35 40 45

@Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 S5 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Ser
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ‘ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 : 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 )

<210> 732
<211l> 249
<212> PRT
<213> Homo sapiens
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<400> 732
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
’ 50 g5 60

Gln Gly Arg Val Ala Ile Thr Ala -Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : c 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ser Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
© 130 135 - 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln .
165 170 175

Gln Lys Pro Gly Gln-Ala Pro Val Leu Val Ile His Gly Lys Asn Asn
180 185 190

Axg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Sef Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
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225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 733
<211> 249
<212> PRT
<213> Homo sapiens

<400> 733
Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro CGly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu. Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thx Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 :

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 -

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val.Arg val
145 : 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg BAsp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 734
<211> 249
<212> PRT
<213> Homo sapiens

<400> 734 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Val Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Ser Pro
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe -Ser Ser Glu Leu
130 ’ 1358 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Ala Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gla
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 : 215 ) 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 735
<211> 249
<212> PRT
<213> Homo sapiens

<400> 735
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
R 5 10 15

Sexr Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 (]

Gln Gly Arg Val Ala Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Ser
65 70 75 ’ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
’ 85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ala Pro
100 . 165 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly CGly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 130

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser CGly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
: 245

<210> 736
<211> 249
<212> PRT
<213> Homo sapiens

<400> 736
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 - 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn phe
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50 55 60

Gln Gly Aré Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Gly Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly.Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro.Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser @ly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 737
<211> 249
<212> PRT
<213> Homo sapiens

<400> 737
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 . 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 : 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala TIle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu.Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Sexr Arg Asp Leu Leu Leu Phe Pro Arg Thr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ’ 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

* Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

* Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
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245

<210> 738
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 738
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glmn Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn Arg Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 739
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 739
Gln Val Gln Leu Gln @ln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser .
1 .5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys’Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser,Ala Phe Ser Ser Glu Leu
- 130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leuw Gly Gln Thr val arg Val
14s 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glan Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
; 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 740
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 740
His Val Gln Leu Pro Gln Ala Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly‘Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 a5 ~

Gly Gly Ile Thr Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Xla Ile Thr Ala Asp Glu Ser Thr Sexr Thr Ala Serx
65 70 75 30

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu‘
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Sexr Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 741
<211> 249
<212> PRT
<213> Homo sapiens

<400> 741
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 ‘60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Sexr Thr Ala Ser
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65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ' 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 742
<211> 249
<212> PRT
<213> Homo sapiens

<400> 742
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 i5

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Phe Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Glu Met
100 A 105 110 ‘

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ) 120 125 ’

Gly Giy Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ' -185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val phe Gly
225 230 235 240

Gly Gly .Thr Glu Leu Thr Val Leu Gly
245

<210> 743
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<211l>
<212>
<213>

<400>

249
PRT
Homo sapiens

743

Gln Vval Gin

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala
210

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Sexr

185

Ser

Leu

Val

20

Trp

Ile

Val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Gln
5
Ser
val
Pro
Ala
Ser
85
Asp
Thr
Ser
Ala
Asp
165
Gln

Ile

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr
215

Gly

Ala

Ala

490

Gly

Ala

Ser

Leu

Thr

120

Gly

Val

Arg

Val

Arg

200

Gly

Ala

Ser

25

Pro

Thx

Asp

Glu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

882

Val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ala

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu
220

Lys

Phe

Leu

45

Ser

Ser

Val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Pro

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu
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Trp
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95
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175
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80
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 744
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 744
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile 2&sn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80 |

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 Q0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 o105 110

Trp Gly RArg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ' 140 .

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 + 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys BAsn Asn
180 185 190

Arg Pre Ser Gly Ile Pro Asp Arg Phe Ser @ly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 - 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ) 230 235 - 240

Val Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 745
<211> 2459
<212> PRT
<213> Homo saplens

<4Q0> 745 ’
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ‘ 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 , 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 2158 220

Tyr Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 746
<211> 249
<212> PRT
<213> Homo sapiens

<400> 746
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Sexr Cys Lys Ala Ser Gly Gly Thr Phe Asn. Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 .

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
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85 90 95

Ala Met Ser Arg Asp Leu Leu Leu Phe Pro Leu Ser Pro Leu Val Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val .
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 - 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 - 230 235 ) 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 747
<211> 249
<212> PRT
<213> Homo sapiens

<400> 747
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ) 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Gly Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Thr Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 .

Tyr Tyr Cys Asn Ser Arg Gly Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 ’ 240

Gly.Gly Thr Glu ﬁeu Thr Val Leu Gly
245

<210> 748
<211> 249
<212> PRT
<213> Homo sapiens
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<400> 748
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 :

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 , 55 : 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 - 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ) 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala vVal Ser vVal Ala Leu Gly Gln Thr val Arg Val
145 ‘ 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210° 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
2458

<210> 749
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 749
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ‘ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
‘ 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ) 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
’ 165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ' 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<21C> 750
<211> 249
<212> PRT
<213> Homo sapilens

<400> 750
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ) 15

Ser Val Arg Val Ser Cys Lys RAla Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Txrp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile.Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 ' 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser cly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 : 215 220 '

Tyr Tyr Cys Asn ‘Ser Arg Asp Ser Ser Gly Asn His Trp Val.Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 )

<210> 751
<211> 249
<212> PRT
<213> Homo sapiens

<400> 751
Gln Val Gln Leu Gin Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr val Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Asn Pro
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100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 128

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Brg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Glu Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 752
<211> 249
<212> PRT
<213> Homo sapiens

<400> 752
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr aAla Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 -140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 ] 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly @Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Ser
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ‘ 215 ‘ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 753
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 753 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glu Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 a5

Ala Gly Ser Arg Asp Leu Leu Leu Phe Pro Lys His Pro Leu Arg Phe
100 ' 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Pro Ser Glu Leu
130 ) . 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile ProAAsp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

‘Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

894



WO 02/02641 . . ' PCT/US01/19110

<210> 754
<211> 249
<212> PRT
<213> Howmo sapiens

<400> 754
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile psn Trp Val Arg Glon Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45,

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 " 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Phe Pro
100 105 110

Trp Ser Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 : 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ) 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr vVal Arg Val
145 150 , 155 160

Thr Cys Gln Gly Asp Ser ‘Leu. Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr TIle Thr Gly 2la Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys RAsn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 755
211> 249
<212> PRT
<213> Homo sapiens

<400> 755
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ’ 75 ) 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Asp Pro
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
' 115 120 125

Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 - 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
: 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 -

<210> 756
<211> 249
<212> PRT
<213> Homo sapiens

<400> 756
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
: 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser ,
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
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115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser CGlu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 : 160

THr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . : 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 757
<211> 249
<212> BRT
<213> Homo sapiens

<400> 757 i
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
i 20 : 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Sexr Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leun
130 ‘ 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Ala Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
- 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys-BAsn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ‘ 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 758
<211> 249
<212> PRT
<213> Homo sapiens

<400> 758
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn TPhe
50 55 . 60

Gln Gly Arg val ala Ile ?hr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 - 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arxg Asp Pro Leu Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 ‘ 140

Thr Gln Asp Pro Ala Val Sér val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Rsn Asn
) 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 759
<211> 2459 N
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<212> PRT
<213> Homo sapilens

<400> 759
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg @Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ) 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Afg Asp Pro Leu Glu Fhe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Sexr Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 158 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn-
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Met Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 760
<211> 249
<212> PRT
<213> Homo sapiens

<400> 760
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . : 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu Ser Pro
100 105 110 ‘

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
) 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thrxr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 761
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 761
Gln-val Gln Leu Gln.Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
) 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Phe Asp Ala
100 ’ 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
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130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 120

Arg Pro Ser Gly Ile Prd Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys BAsn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 762
<211> 249
<«212> PRT
<213> Homo sapiens

<400> 762
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thxr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 25

904



WO 02/02641 PCT/US01/19110

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala vVal Ser Val Ala Leu Gly Gln Thr val Axrg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 i 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 763
<211> 249
<212> PRT
<213> Homo sapiens

<400> 763
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 - 10 . 15

Ser V;l Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Phe
65 -70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp Ala Pro Leu Ala Pro
100 1085 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ‘ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
o 165 170 175

Gln Lys Pro Gly Gln Ala Pro.Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

Arg Pro Ser Gly Ile Pro Gly Arg Phe éer Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
<210 . ] 215 .. 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly

225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly !
245

<210> 764
<211> 249
«212> PRT
<213> Homo sapiens

<400> 764
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Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser @Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glan Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ,70 75 - 80Q

' Met Glu Leu Ser Ser Leu Axrg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arxg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sér Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Agp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly

<210> 765
<211> 249
<212> PRT
<213> Homo sapiens

<400> 765

Gln Val
1

Sei val

Ala Ile

Gly CGly
50

Gln Gly
65

Met Glu

Ala Arg

Trp Gly

Gly Gly

130

Thr Gln
145

Thr Cys

Gln Lys

Gln

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Glin

Pro

Leu
Val

20
Trp
Ile
Val
Ser
Arg
100
Gly
Gly
Pro

Gly

Gly
1380

245

Gln

5

Sexr

Val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp
165

Gln

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Val

150

Ser

Ala

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

Gly

135

Ser

Leu

Pro

Gly

Ala

Ala

Gly

Ala

Ser

Leu

Thxr

120

Gly

Val

Arg

Val

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe

105

val

Gly

Ala

Ser

Leu
185

Glu

10

Gly

‘Gly

Ala

Glu

Asp

S0

Pro

Ser

Ser

Leu

Tyr

170

vVal

908

Val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Ala

Gly

155

Tyr

Ile

Lys Lys Pro

Thr Phe Asn

Gly

Tyr

60

Thr

Ala

His

Gly

Phe

‘140

Gln

Ala

Tyxr

Leu

45

Ser

Ser

val

Ser

Gly

125

Ser

Thr

Ser

Gly

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

val

Trp

Lys
190
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Gly

Asn

Trp

Asn

Ala

Tyxr

85

Leu

Gly

Glu

Arg

Tyr

175

Asn

Ser

Asn

Met

Phe

Ser

80

Cys

Phe

Ser

Leu

Val

160

Gln

Asn
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 : _ 200 ‘ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe CGly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 -

<210> 766
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 766
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
€65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85" 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Thr Phe
© 100 105 110

Trp Gly Trp Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 © 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
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145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ’ 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 ‘ 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 767
-<211> 249
<212> PRT
<213> Homo sapiens

<400> 767
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Sex
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
. 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
‘ 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Thr Phe
: 100 105 110
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Trp Gly Trp Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys - Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ' 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 768
<211> 249
<212> PRT .
<213> Homo sapiens

<400> 768
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 : 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ) 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp DLeu Leu Leu Phe Pro Arg Asp Pro Leu His Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 . 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
" 245

<210> 769
<211> 249
<212> PRT
<213> Homo sapiens

<400> 769 )
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe '
50 55 60

@Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
. 85 S0 95

Ala Arg Ser Arg Asp Leu Leu.Leu Phe Pro Asn Ala Pro Leu Asn Pro
100 ' 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 - 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Cln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ’ . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 o 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

. Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245
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<210> 770
<211> 249
<212> PRT
<213> Homo sapiens

<400> 770
" Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

Ser Val Arg Val Sexr Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 4Q 45

CGly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 ’

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 i5s5 ~ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Glun
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ) 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe CGly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
. 245

<210> 771
<211> 2489
<212> PRT
<213> Homo sapiens

<220>
<221> Site
<222> (26)

<223> Xaa equals any of the naturally occurring L-amino acids

<220>
<221> Site
<222> (31)

<223> Xaa equals any of the naturally occurring L-amino acids

<400> 771
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Leu Lys Lys Pro Gly Ser
1 - 5 10 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Xaa Gly Thr Phe Ser Xaa Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Me;'Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 . 95 V

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
118 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
© 130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Glu Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
- 225 ’ 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 772
<211> 249
<212> PRT
<213> Homo sapiens

<400> 772

Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 ’

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Hig Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 © 120 ) 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glmn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ' © 130

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245 ’

<210> 773
'<211> 249
<212> PRT
<213> Homo sapiens

- <400> 773
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
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35 40 ‘ 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly 2rg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Gly Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
) 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser CGly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ' 175

Gln Lys Prc Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly '
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 .

<210> 774
<211l> 249
<212> PRT
<213> Homo sapiens
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<400> 774
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Txrp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln His Gly Leu Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 185 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190 .

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Giy
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225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
‘ 245

<210> 775
<211> 249
<212> PRT
<213> Homo sapiens

<400> 775
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

~ Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 : 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser .Thr Ser Thr Ala Ser
85 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Leu Phe
100 - 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 . 128

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sexr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val val Tyr Gly Lys Asn Asn
180 185 . 1590
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

1

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asgp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 776
<211> 249
<212> PRT
<213> Homo sapilens

<400> 776
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ) 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@ly ¢ly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser GIln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Glu Asp Glu Ser Thr Ser Thr Val Ser
65 70 : 75 80

Met Glu Leu Ser Asn Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 . 110

" Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

921



WO 02/02641 PCT/US01/19110

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Glan Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser .Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 777
<211l> 24°S
<212> PRT
<213> Homo sapilens

<400> 777
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
+ 20 © 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met ..
35 40 ‘ 45 '

Gly Gly Ile Ile Pro Mef Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe‘
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 ) 85

922



WO 02/02641 PCT/US01/19110

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Gly Gly Gly Gly Gly Ser
. 115 120 125

Gly CGly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro -Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser @Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Thr Ala Asp
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Pro Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Ser Ser Arg His Ser Ser Gly Ser His Arg Val Phe Val
225 230 235 240

Gly Gly Thr Asp Gln Thr Val Leu Gly
245

<210> 778
<211> 250
<212> PRT
<213> Homo sapiens

<400> 778
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys.Lys Ala Ser @ly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
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50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp CGlu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Ala Tyr Tyr Cys
-85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 . 110

Trp dly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185" 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Phe Ser Ser Gly Asn
© 195 200 205

Thr Ala Ser Leu His His Asn Trp Gly Phe Arg Arg Lys Mét Arg Leu
210 ‘ 215 220 :

Thr Ile Thr Val Thr Pro Gly Thr Ala Val Val Thr His Gly Leu Phe
225 230 ‘ 235 240

Gly Gly Gly Thr Glu Leu Thr val Leu Gly
245 250

<210> 779
<211> 249
<212> PRT
<213> Homo sapiens

<400> 779
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Sexr
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 -85

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Bsp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Sexr Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asﬁ @lu-Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
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<210> 780
<211> 249
<212> PRT
<213> Homo sapilens

<400> 780 -
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

.Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 - 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Tyr Pro
- 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ) 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ) 200 205 '
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 781
<211> 249
<212> PRT
<213> Homo sapiens

<400> 781
Gln Val Gln Leu @Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Gly Thr Phe Asn Asn Asn
20 25 ) 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 © 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 . 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr.Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
. 195 200 205

Thr Ala. Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys BAsn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 782
<211> 249
<212> PRT
<213> Homo sapiens

<400> 782
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp.Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Sex
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Val Ala Tyr Tyr Cys
85 90 85

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro Gln His Gly Phe Asp Ala
100 105 110
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Trp Gly Arg Trp Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg-Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp’
210 215 220

.Tyr Tyr Cys Ser Sex Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 783
<211> 249
<212> PRT
<213> Homo sapiens

<400> 783 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ) 10 15

. Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

'Gly Gly Ile Ile Pro Met Leu Gly Thr Ala Lyé Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
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65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser*Afg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Trp Pro
100 © 103 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
' 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

éln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 784
. <211> 2458
<212> PRT
<213> Homo sapiens

<400> 784
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

930



WO 02/02641 PCT/US01/19110

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr aAla Val Tyr Tyr Cys
85 90 o5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Glu Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser CGly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln CGly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 : 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser.Ser Gly Asn
195 © 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 78S
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<211> 2459
<212> PRT
<213> Homo sapiens

<400> 785
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 '

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gla Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ' 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Glu Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ' 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205 :

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp vVal Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 786
<211> 249
<212> PRT
<213> Homo sapiens

<400> 786
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val SerACys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Gly Phe Asp Ala.
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ) 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 i

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175 .
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ser Tyr Gly Lys Ile Asn
180 185 190

-

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ; 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 )

<210> 787
<211> 2489
<212> PRT
<213> Homo sapiens

<400> 787
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ’ 25 30

Ala TIle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Sér Gln Asn Phe
50 55 - 60

Gln Gly Axg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 SQ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 1558 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 : 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Asn Asn Asn
. 180 185 190

Arg Pro Ser Gly Ile Pro Bsp Arg Phe Ser Gly Ser Ser Ser Gly Asn
© 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 2490

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 788
<211> 249
<212> PRT
<213> Homo sapiens

<400> 788
Gln Val Glp Leu GIn Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 , 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
‘38 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
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85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Ser Leu Leu Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ' 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
’ 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 . 240

Gly-Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 789
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 789 -
Gln val GIn Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

" Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Pro Leu Gln Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ' 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ‘ 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Gly Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 - 240

. Gly Gly Thr Glu Leu Thr Val Leu Gly
245 ‘

<210> 790
<211> 249
<212> PRT
<213> Homo sapilens
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<400> 790
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 - 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 .45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 .70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 7 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ) 175

Gln Lys Pro Gly Gln Ala Pro val His val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys bhsn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 791
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 791
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys BAla Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg-Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val T?r Tyr Cys
85 90 ’ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
' 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly @Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Val
145 150 155 : 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
: 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Cys Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 722
<211> 249
<212> PRT
<213> Homo sapiens

<400> 792 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Brg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ) 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 7 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro SeryGly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Ala Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 - 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 7893
<211> 249
<212> PRT
<213> Homo sapiens

<400> 793
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
; 20 25 30

Ala Ile Asn Trp.Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 .

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 S 75 - 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Ehe pPro His Tyr Thr Leu Leu Phe
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100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala DLeu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
: 180 4 - 185 190

Arg Pro Ser Gly Ile Prc Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240,

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 794
<211> 249
<212> PRT
<213> Homo sapiens

<400> 794
Gin Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 : 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Sexr Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 95 '

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Gly Phe Asp Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser -
115 i 120 125

Gly Gly Gly Gly Ser CGly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 D 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 : 170 178

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ser Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ) 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 795
<211> 249
<212> PRT
<213> Homo sapiens

<400> 795 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

943



WO 02/02641 PCT/US01/19110

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 ' . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu His Pro
100 105 : 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Gly Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

"Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp‘Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 180

Arg Pxro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly'Thr Glu Leu Thr Val Leu Gly
245 '
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<210> 796
<211> 249
<212> PRT
<213> Homo sapiens

<400> 796
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly CGly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 .

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp'Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 _ 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly CGly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Ala Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
' 165 170 : 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Brg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 797
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 797

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vél Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 © 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 - 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly -Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 _ 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Val Arg Phe Ser Gly Ser Ser Ser Gly Thr
188 200 205

Ala Ala ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ] 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 798
<211> 249
<212> PRT
<213> Homo sapiens

<400> 798
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ) 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ’ 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser. Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Ser Leu Val Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Sér
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115

Gly Gly Gly
130

Thr Gln Asp
145

Thr Cys Gln

Gln Lys Pro

Arg Pro Ser
195

Thr Ala Ser
210

Tyr Tyr Cys
225

Gly Gly Thr

<210> 799
<211> 249
<212> PRT

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ser

Ala

Asp
165

Gln

Ile

Thr

Ser

Leu
245

<213> Homo sapiens

<400> 799

Gln val Glpn Leu Gln

1

Ser Val Arg

val
20

5

Ser

Ala Ile Asn Trp Val

35

Gly Gly Ile
50

Ile

Pro

Gld Gly Arg Vval Ala

65

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile
70

Gly
135
Ser
Leu
Pro
Asp
Thr
215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

120

Gly

val

Axg

Val

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

Ser

Leu

Tyr

170

Val

Ser

Gln

Gly

Glu
10

Gly

25

Pro

Thr

Asp

Gly

Ala

Glu

9438

Ala
Gly
155
Tyr
Ile
Gly

Ala

Ser
235

Val
Gly
Gln
Lys

Ser
75

Phe
140
Gln
Ala
Tyf
ser
Glu
220

His

Lys
Thr
cly
Tyx

60

Thr

125

Ser

Thr

Ser

Gly

Sex

205

Asp

Trp

Lys
Phe
Leu
© 45

Ser

Ser

Ser
Val
Trp
Lys
190
Ser

Glu

Val

Pro
Asn

30
Glu

Gln

Thr
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Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gly Ser

15

Asn Asn

Trp Met

Asn Phe

Ala Ser
80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Glu Pro Leu Sexr Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 - 125

Gly Gly Gly Gly Ser Gly Gly-Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
"145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ' 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Arg Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly @Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 800
<211> 249
«212> PRT
<213> Homo sapilens

<400> 800

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn FPhe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr ala Ser
65 70 75 ‘80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Bsp Leu Leu Leu Phe Pro Gln Glu Ser Phe Ser Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Glm Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys.Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp vVal Phe Gly
225 ( 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

' <210> 801
<211> 249
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<212> PRT
<213> Homo sapiens

<400> 801
Gln Val Gln Leu @ln Gln Pro Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

éer Val Arg Val Ser Cys Lys Ala Ser Gly @Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 25

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr GlnkAsp Arg Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ' 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr, Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 - 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Sexr Ser Gly Asn His Txp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu. Leu Thr Val Leu Gly
245

<210> 802
<211> 249
<212> PRT
<213> Homo sapiens

<400> 802
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ’ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50. 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Ser Phe Phe Leu
100 105 110

Trﬁ Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 ‘ 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Axg Pro Ser Gly Tle Pro Asp Axrg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 803
<211> 249
<212> PRT
<213> Homo sapiens

<400> 803
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr“Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ile Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
. 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser ala Phe Ser Ser Glu Leun
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130 135 140

Thr Gln Asp Arg Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro vVal Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 - 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 804
<211> 249
<212> PRT
<213> Homo sapiens

<400> 804
Gln Val Gln Leu Gln @ln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asu Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thxy Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
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Ala

Trp

Gly

Thr
145

Thr

Gln

Arg

Thr

Tyr

225

Gly

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Ser
Axrg
115
Gly
Asp
Gln
Pro
Ser
195
Ser
Cys

Thr

<210> 805
<211> 249
<212> PRT
<213> Homo sapiens

<400> 805 N
Gln Val Gln Leu Gln CGln Ser Gly Ala

1

Arg
100
Gly
Gly
Pro
Gly
Gly
180
Gly
Leu

Asn

Glu

Asp

Thr

Ser

Ala

Asp

165

Gln

Tle

Thr

Ser

Leu
245

5

Ser Val Arg Val Ser

20

Leu Leu Leu

Met Val Thr
120

Gly Gly Gly
135

val Ser Val
150

Ser Leu Arg

ala Pro Val

Pro Asp Arg
200

Ile Thr Gly
215

Arg Asp Ser
230

Thr Val Leu

Cys Lys Ala

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ser
25

Ala Ile Asn Trp Val Arg Gln Ala Pro

35

40

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

Gly

Glu
10

Gly

Gly

955

His

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

His

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

Hisg

Ala

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Val Lys Lys

Gly Thr Phe

Gln @ly Leu

45

Leu

110

Gly

Ser

Val

Trp

Lys

120

Ser

Glu

val

Pro

Asn
30

Glu

PCT/US01/19110

Asp Val
Gly Ser
Glu Leu
Arg Val

160
Tyr Gln
175
Asn Asn
Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met
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@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Gln Tyr Ser Gln Asn Dhe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 -~ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110 :

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Giy Gly Gly Gly Ser
. 115 . 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser. Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 : 160

- Thr Cys.Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
: 1le5 . 170 175

i

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

-Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr .Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 -

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 80¢
<211> 249
<212> PRT
<213> Homo sapiens

<400> 806
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Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr-Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 50 95

Ala'Arg Ser Arg Tyr Leu Leu Leu Phe Pro Asp His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Cys Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 b 150 155 160

Thr Cys Gln-Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Vval Ile Tyr Gly Lys Asn Asn
: 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ' 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245

<210> 807
<211> 249
<212> PRT
<213> Homo sapiens

<400> 807 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
-1 5 10 15

- 8er Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glm Asn Phe
50 55 60

3

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Sexr Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr 2Ala Val Tyr Tyr Cys
: 85 . 50 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110 .

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Ser Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 808
<211> 249
<212> PRT
<213> Homo sapiens

<400> 808
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ' 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

+ Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ' 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
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145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Ser
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 , 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 ‘

<210> 809
<211> 249
<212> PRT
<213> Homo ‘sapiens

<400> 809
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ’ 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
20 . 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Tyr Pro
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
’ 115 120 125 ’

@Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly 2la Gln Ala Glu Asp Glu Ala Asp
210 215 220 ’

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 810
<211> 249
«212> PRT
<213> Homo sapiens

<400> 810
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Vval Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Sel
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.Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ' 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 . S0 85

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly CGly Ser
115 120 1258

Gly Gly Gly CGly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 i50 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Ala Ala Ser Leu Thr Ile Thr Gly Ala @Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 i 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 811
<211> 249
<212> PRT
<213> Homo sapiens

<400> 811
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 111G

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly @ly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
’ 165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Ser Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205 .

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 812
<211> 249"
<212> PRT
<213> Homo sapiens

<400> 812
Gln Val Gln Leu Gln Gln Ser Gly Ser Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 50

Gln Gly Arg Val Ala Ile Thr ala Asp Glu Sexr Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Thr
100 105 110 ¢

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp. Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 ’

<210> 813
<211> 249
<212> PRT
<213> Homo sapiens

<400> 813
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro-Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Asp Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyx Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105. 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Giy Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
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165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 © 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 814
<211> 249
<212> PRT
<213> Homo sapiens

<400> Bl4
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Glmn Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Arg Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Vai Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Axg Phe Ser Gly Ser Ser Ser Gly Asn
1985 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 815
<211> 249
<212> PRT
<213> Homo sapiens

<400> 815
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn ‘Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 - 90 95

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Trp Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
' 115 o 120 125

@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 » 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 : 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
: 245

<210> 816
<211> 249
<212> PRT
<213> Homo sapiens

<400> 816
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser

1 5 ‘ 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly @Gly Thr Phe Asn Asn Asn
20 25 30

968



WO 02/02641 PCT/US01/19110

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
- 85 | 90 95

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 - 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 ' 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Sexr Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 : 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 817
<211> 249
<212> PRT
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<213> Homo sapiens

<400> 817"
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala.Ser Gly Gly Thr Phe Asn Asn Asn
. 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu aAsp Thr Ala Val Tyr Tyr Cys
' 85 20 95

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val.Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 © 135 140

Thr Gln Asp pro Ala Val Ser val Ala Leu Gly Glﬁ Thr val Arg Vval
T45 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

ala Ala Ser Leu Thr Ile Thr Gly Ala Gln ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys BAsn Cys Arg Asp Ser Ser GlytAsn His Trp val Phe Gly
225 230 235 ' 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

«210> 818
<211> 249
<212> PRT
<213> Homo sapiens

<400> 818 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Asn Lys Pro Gly Ser

1 5 10 15

Sexr Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Gln Tyr Ser Gln Asn Phe
50 55 : 60

Gln Gly Arg Val Glu Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Arg Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly @Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ‘ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 178

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
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180 - 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ' 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp.Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 819
<211l> 249
<212> PRT
<213> Homo sapiens :

<400> 819
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ‘ 10 15

Ser Pro Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Tyr Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Glu His Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Glu aAsp Thr Ala Val Tyr Tyr Cys
' 85 90 95

Ala Arg Ser‘Arg 2sp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly CGly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

972



WO 02/02641 PCT/US01/19110

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 - 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
: 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Sexr Gly Asn
¢ 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly 2la Gln Ala Glu Asp Glu Ala Asp
- 210 215 220 '

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser CGly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 820
<211> 249
<212> PRT
<213> Homo sapilens

<400> 820
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 . ,

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
- 35~ 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

973



WO 02/02641 PCT/US01/19110

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Ser Phe Asp Leu
- 100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 . 140

Thr Gln Asp Pro Ala Val Ser Val aAla Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
. 180 185 190 :

Arg Pro Ser Gly Ile Pro Asp Afg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205J

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

‘Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 821
<211> 249
<212> PRT
<213> Homo sapiens

<400> 821
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

Ser Val Arg Val Ser.Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Met
35 40 45
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Gly Gly Ile Ile Prxo Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Asn Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe ser Ser Glu Leu
" 130 135 - 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ’ 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

‘Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 1215 ) 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 '

<210> 822
<211> 249
<212> PRT
<213> Homo sapiens

<400> 822
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ' 40 45

@ly Gly Ile Ile Pro Met Phe Val Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Glu Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ’

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 - 150 155 160

[N

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser @Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ©21s 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 - 230 235 240
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Gly Gly Thr Glu Leu. Thr Val Leu Gly
245

<210> 823
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 823 ,
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ¢ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Asp Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Arg Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
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195 200 205

Thr ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn ‘His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
’ 245

<210> 824
.<211> 249
<212> PRT
<213> Homo sapiens

<400> 824
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Glu Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
- 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

‘Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn Arg-Trp Val Phe Gly
225 230 . 235 ’ 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 825
<211> 249
<212> PRT
<213> Homo sapiens

<400> 825
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser. val Arg Vval Ser Cys Lys Ala. Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala-Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr vVal Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 -185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
: 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 826
<211> 249
<212> PRT
<213> Homo sapiéns

<400> 826
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 '

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 ’
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 . 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gla Thr val Arg Val
145 ) 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser.Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205

Ala Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Phe Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr G6lu Leu Thr Val Leu Gly
' 245

<210> 827
<211> 249
<212> PRT
<213> Homo sapiens

<400> 827
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
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20 ’ 25 ) : 30

. Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Gln Tyr Ser Gln Asn Phe
50 55 60 ’

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 ‘

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Ile Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

@Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 828
<21l> 24S
<212> PRT -
<213> Homo gapiens

<400> 828
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Séer
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ’ 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Leu Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
- 85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110 °

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly @Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ’ 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
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210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser CGly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 829
<211> 249
<212> PRT
<213> Homo sapiens

<400> 829
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

ger Val Arg Val Ser Cys Lys -Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ) 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Met Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Arg Phe Asp Leu
100 ’ 105 - 110 S

Trp Gly Arg Gly Thr Met Gly Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly @ly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 ’

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
’ 1245 :

<210> 830
<211> 249
<212> PRT
<213> Homo sapiens

<400> 830
Gln Val @Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 '

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 S5 '

"Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Gly Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 : 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155’ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 : 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
’ 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
: 210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Rsn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 831
<211> 249
<212> PRT
<213> Homo sapiens

<400> 831 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 ' 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val ZAla Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Gly Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Vval Leu Val Ile Tyr Gly Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 -

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Vval Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 832

<211> 249

<212> PRT .

<213> Homo sapiens

<400> 832
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 '

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser.Ser Gly Gly Gly Gly Ser
115 120 ‘ 125

@Gly Gly Gly Gly Ser Gly. Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 - 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Arxrg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly 2Asn
. 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 ' 235 240

' Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 833
<211l> 249
«212> PRT
<213> Homo saplens
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<400> 833
@Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@Gln Gly Arg Val Ala Ile Thr Val Asp Glu Ser Thr Ser Thr Ala. Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 : S0 - 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195- 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
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225 . 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 ’

<210> B34
,<211l> 250
<212> PRT
<213> Homo sapiens

<400> 834

Gly Vval Gln Leu Val Gln Ser Gly Pro Glu Val Lys Lys Pro Gly Ala
1- 5 10 15

Ser Val Lys Val Ser .Cys Thr Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Trp Ile Ser Ala His Asn Gly Gln Thr Lys Tyr Ala Glu Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asn Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Asp Asn
100 105 110

Tyr Met Asp Val Trp Gly Lys Gly Thr Met Vval Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glm Thr Val Arg
145 150 155 160

Tle Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe
165 170 1758

Gln Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn
180 185 190
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Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe
225 230 235 ‘ 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 R 250

<210> 835
<211l> 248
<212> PRT
<213> Homo sapiens

<400> 835
Glu val Gln Leu Val Glu Ser Gly Gly Gly Val Vval Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Asn Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Gln Trp Val

Ala Val Ile Pro Tyr Asp Gly Ser Lys Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser His Tyr Asp Ile Leu Thr Gly Leu Asn Tyr Trp Tyr Phe
100 105 110

Asp Leu Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 i 135 140
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Gln Asp Pro Ala Vval Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 : 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 . 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Gly Ser Ser Gly Asn His Val val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly -
245 -

<210> 836
<211> 253
<212> PRT
<213> Homo sapiens

<400> 836
Gly Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ’ 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Thr Ser
20 25 30

Gly Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Met Asn Pro Asn Thr Gly Asp Thr Ala Tyr Ala Gln Glu Phe
50 55 &0

Gln Gly Arg Val Ile Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Asp Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Asp Asn
100 105 ~ 110

Tyr Met Asp Val Trp Gly Gln Gly Thr Met Vval Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tvyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
185 200 205

Ser Lys Ser Gly asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
- 210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 837
<21l> 250
<212> PRT
<213> Homo sapiens

<400> 837
Gly Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

" 8er Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Gly Ile Thr Trp Val Arg Gln Thr Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Arg Asn Tyr Ala Gln Lys Leu

993



WO 02/02641 PCT/US01/19110

50 55 . 60

@ln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Val Arg Asp Gly Ile Asp Ile Leu Leu Val Pro Ala Ala Leu Met Asp
100 105 110

Val Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly
’ 115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 : 135 R . 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 . 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 : 250

<210> 838
<21l> 254
<212> PRT
<213> Homo sapiens

<400> 838
Gln Val Glm Leu Gln Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 . 15
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Ile Leu Ser Leu Thr Cys Ala Ile Ser Gly Asp‘Ser Val Ala Ser Asn
20 25 30

Gly Ala Ala Trp Asn Trp Ile Arg Gln Ser Pro Ser Arg Gly Leu Glu
35 40 45

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr Val Asp Tyr Ala
50 55 60

Vval Ser Val Lys Ser Arg Ile Thr Ile Asn Pro Asp Thr Ser Lys Asn
€5 70 75 80

Gln Phe Ser Leu Gln Leu Asn Ser Val Thr Pro Glu‘Asp Thr Ala Val
85 90 95

Tyr Tyr Cys Ala Arg Asp Arg Tyr aAsp Ile Leu Thr Gly Tyr Tyr Tyr
: 100 105 110

Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 : 135 140 :

Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Arg Gly Gln Ser:
145 150 . 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Thr Gly Asp Val Gly Gly Tyr Asp
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Leu
180 185 190

Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
195 200 205

Ala Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Phe Cys Asn Thr Tyr Ala Pro Pro Gly
225 230 235 240

Ile Ile Met Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
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245 . 250

<210> 839
<211> 256
<212> PRT
<213> Homo sapiens

<400> 839
Gly Val Gln Leu Val Gln Ser Gly Gly @Gly Vval Val Gln Pro Gly Gly
1 5 . ' 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45 '

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 . 80 95

Ala Arg Asp Arg Glu Ala Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Leu
100 105 110

Tyr Tyr Tyr Tyr Met Asp Val Trp Gly Arg Gly Thr Thr Val Thr Val
115 120 125

Ser Ser Gly Gly Gly Gly Ser‘Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135 140

Ser Gln Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly
145 150 155 160

Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly
165 170 175

Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys
180 185 190

Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg
195 200 205 :
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Phe Ser Gly Ser Lys Sexr Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly
210 215 220

Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr
225 230 . 235 240

Gly Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 840
<211> 251
<212> PRT
<213> Homo sapiens

<400> 840
.Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Met Lys Pro Gly Ala
1 5 ' 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Asn Phe Asn Asn Tyr
20 25 30

Ala Met Gln Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 ' 40 45

Gly Trp Ile val Pro Gly Asn Gly Lys Thr Lys Tyr Ser.Gln Lys Phe
50 55 60

Gln Asp Arg Val Thr Ile Ala Arg Asp Thr Ser Ala Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 g0 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Thr val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
120 135 “ 140

Thr @ln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160
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